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  Other	
  soybean	
  pathosystems	
  under	
  exploraMon	
  using	
  VIGS	
  

	
  Sudden	
  Death	
  Syndrome	
  

Resistant	
  

SuscepMble	
  

Courtesy	
  Craig	
  Grau	
  	
  	
  	
  	
  

Courtesy	
  Leonor	
  Leandro	
  

	
  
Soybean	
  cyst	
  nematode	
  

Courtesy	
  Thomas	
  Baum	
  

Liu	
  et	
  al.,	
  Nature	
  492:256-­‐260	
  

Cloning	
  of	
  gene	
  at	
  Rhg4	
  locus	
  for	
  resistance	
  to	
  
SCN	
  encoding	
  a	
  serine	
  hydroxymethyltransferase	
  



Conclusions	
  

•  BPMV	
  VIGS	
  is	
  poten"ally	
  effec"ve	
  gene	
  silencing	
  tool	
  in	
  	
  
	
  	
  	
  	
  a	
  variety	
  of	
  "ssues	
  
	
  
•  Library	
  of	
  BPMV	
  VIGS	
  clones:	
  
	
  	
  	
  	
  	
  hYp://www.soybase.org/SoyVIGS/Welcome.html	
  
	
  
•  11	
  genes	
  required	
  for	
  Rpp2	
  resistance	
  to	
  Asian	
  soybean	
  rust	
  

•  8	
  genes	
  required	
  for	
  Rsv1	
  resistance	
  to	
  Soybean	
  mosaic	
  virus	
  

•  Other	
  pathosystems	
  are	
  under	
  explora"on	
  u"lizing	
  VIGS	
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