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SCN HG Types in Field Locations




2012 SCN Uniform Test Locations

Female Index ( % of Lee 74)

Eggs/ HG 1 HG 2 HG 3 HG 4 HG 5 HG 6 HG 7
Location HG Type 100cc Peking 88788 90763 437654 209332 89772 Cloud
IA  Lawler 2.5.7 680 0 18 0 0 13 0 40
IA Leighton 2.5.7 400 1 20 0 0 24 1 29
IA Mason City 2.5.7 400 3 24 0 0 27 0 33
IA Muscatine 2 320 0 11 0 0 8 0 9
IA Nevada 1.2.5.6.7 440 17 23 0 0 17 13 29
IA Urbana 7 520 0 3 0 0 1 0 13
IL  Arthur 2.5.7 440 2 31 0 0 21 0 53
IL  DeKalb 1.2.5.7 920 11 11 0 0 12 0 11
KS Manhattan 2.7 600 0 19 0 0 8 0 18
Ml Decatur 2.5.7 6560 5 16 0 0 13 2 25
MN Gaylord 2.5.7 280 0 16 0 0 25 0 34
MN Lamberton 2.5.7 1640 1 25 0 0 34 0 44
MN Rosemount 2.5.7 1440 0 14 0 0 17 0 41
MN Waseca 2.7 280 1 10 0 0 8 1 13
MO Clarkton(sand) 1.2.5.6.7 280 33 41 3 0 31 10 37
MO Columbia2 2.5.7 360 2 16 0 0 14 4 17
ND Dwight 7 2120 0 5 0 0 7 0 30
ON Chatham 2.5.7 3860 0 22 0 0 17 0 35
ON Harrow 2.5.7 1680 3 15 0 0 22 0 38
SD Beresfordl 0 200 0 1 0 0 1 0 10
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Impact of SCN Resistance on Yield




Yield Bu/Acre
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Relationship Between Resistance (GH
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Yield Relative to Test
Average (bu/acre)
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New Sources of Resistance

* Need new sources of
resistance genes.

* Focus on two resistance
QTL from Glycine soja Pl
468916.

— cqSCN-006
— cqSCN-007




Resistance of Lines in a BC4 Population
Segregating for G. soja QTL (HG Type 0)
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Effects of Resistance Gene
Combinations (Prakash Arelli)

SCN Isolate

LY1 R1 R2 R3 R5
(PA1) (PA2) (PA3) (PAS5)

2 G. soja 71 16 54 27 40

PI88788 (LD00-3309) 48 30 76 28 42
2 G. soja + 88788 29 16 43 4 10
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Fine Mapping G. soja QTL
Myungsik Kim

* cqSCN-006 on chr 15 (LG E).

* Tested 2,898 backcross plant tested with flanking
markers.

* Progeny from 20 recombinant plants tested for
SCN resistance and genetic markers

* cqSCN-007 on chr 18 (LG G).

* Tested 1,668 backcross plants with flanking
markers

* Progeny from 18 recombinant plants tested for
SCN resistance and genetic markers.
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Chromosome 18 QTL
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Conclusion

Pl 88788 overused resistance source.

* This resistance still generally working well.

Yield advantage for SCN resistance can be

shown.

Difficult to show general yield advantage of Pl

437654 resistance.

Two SCN resistance QTL from G. soja can

improve resistance from P

G. soja QTL were fine map

38788.

ned.
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Yield Test of a BC4 Population
Segregating for G. soja Resistance

Yield
Link
S ) soja G. max Other
Group significance
Later mat.
E 0.006 46.6 45.4 (0.75 days)
G 0004 46.8 45 4 Greater lod.

(0.15 units)
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Fine Mapping G. soja QTL
Chromosome 15

Pop. 1 Pop. 2 Pop. 3
Satt598 0.0 cM .
: Segregatin
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ErccMaaea 13.0cM
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Satt263 . 22.2 cM
FI FI FI
G. soja 21 85 68
A81-356022 68 92 66

P-value 0.0001 0.36 0.77
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Effects of Resistance Gene
Combinations (Prakash Arelli)

SCN Isolate

LY1 R1 R2 R3 R5
(PA1) (PA2) (PA3) (PAS5)

2 G. soja 71 16 54 27 40

P1437654 (LD00-2817) 72 1 14 1 4
2 G. soja + 437654 39 0 7 0 1




Effects of Resistance Gene
Combinations (Prakash Arelli)

SCN Isolate

LY1 R1 R2 R3 R5
(PA1) (PA2) (PA3) (PAS5)

2 G. soja 71 16 54 27 40

P1437654 (LD00-2817) 72 1 14 1 4
2 G. soja + 437654 39 0 7 0 1




Impact of SCN Resistance on Yield
Jake Delheimer




Effect of rhgl from Pl 88788
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Effects of rhgl from
Pl 88788 and Pl 437654
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