Fine mapping of aphid resistance
genes in soybean P1567543C
PI567598B and PI567541B

* Rag3
* raglb and rag3
* raglc and rag4



SA resistant sources in the Midwest
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QTL mapping of Rag3 using 249 F,-
derived lines in PI 567543C
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QTL mapping of raglc and rag4 using
228 F;-derived lines in PI 567541B
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Updated QTL mapping of rag1c and
rag4 in PI 5675418
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QTL mapping of rag1b and rag3
using 282 F,-derived lines
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Phenotyping Methods
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Phenotyping Methods

* |noculation: two aphids/plant at the V1 stage;
e Resistance level scale:

—0;0.5;1.0;1.5;2.0; 2.5; 3.0; 3.5;4.0

Mensah et al., 2005



Genotyping Methods

SSR markers

1,015 markers(Song et al., 2004)
33,065 markers(Song et al., 2010)

* Bulk segregant analysis
* QTL mapping using RILs

R parent

SoySNP50 iSelect SNP Chip

(Song et al., 2011)

www.illumina.com

TagMan® Assay
(Endpoint Genotyping)

——— e b -

— ) -

Lightcycler 480®, Roche Applied Science

» Bulk segregant analysis

Fine mapping using identified
recombinants

Screening for recombinants
QTL mapping




Rag3 Fine Mapping Populations
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rag3 Fine Mapping Populations
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SNP Markers from SoySNP50 iSelect Infinium Assay

SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP SNP

Lines Gen Phenotype 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20
2-499-2 F,; Resistant S S S S S S S S S S S S S R R R R R R R
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