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Genotyping	
  Methods	
  

SSR markers 

   1,015 markers(Song et al., 2004) 
 33,065 markers(Song et al., 2010) 

•   Bulk segregant analysis 
•   QTL mapping using RILs 

R	
  parent	
  

SoySNP50 iSelect SNP Chip 
(Song et al., 2011) 

S	
  parent	
  

R	
  lines	
  

S	
  lines	
  

•    Bulk segregant analysis 
•  Fine mapping using identified 

recombinants 

www.illumina.com 

TaqMan® Assay  
(Endpoint Genotyping) 

•  Screening for recombinants 
•  QTL mapping 

Lightcycler 480®, Roche Applied Science 
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